Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.002 Å; R factor = 0.051; wR factor = 0.151; data-to-parameter ratio = 23.6.
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Comment
Using Baylis-Hillman derivatives through in situ formation of nitrones followed by an intramolecular [3+2] dipolar cycloaddition reaction sequence is a novel and simple method of synthesizing tricyclic chromenoisoxozolidine frameworks. The new
[3+2] cycloaddition reaction leads to a novel class of angularly substituted fused tricyclic chromenoisoxazolidines, creating two rings and three contiguous stereocenters, one of them being a tetrasubstituted carbon center. (Bakthadoss & Murugan, 2010) . Benzopyran and isoxazolidine derivatives are well known for their biological activity and proven medicinal utility.
For example, benzopyran derivatives possess antipsychotic and antidepressant activities (Winn et al., 1976) . Isoxazolidine and isoxazole sulfonamide are found to inhibit HIV-1 infection in human CD4+ lymphocytic T cells (Loh et al., 2010) .
The title compound C 18 H 15 N 2 O 2 Cl comprises a chromenoisoxazole ring system attached to a chlorobenzene ring and a carbonitrile group. The X-ray analysis confirms the molecular structure and atom connectivity as illustrated at (Fig. 1 ).
In the isoxazole ring (N1/O2/C7/C8/C10), the deviation of atom N1 is -0.3154 (15)Å. This ring adopts an envelope conformation with puckering parameters (Cremer & Pople, 1975 ) q 2 = 0.5041 (15)Å and φ 2 = 44.23 (17)°. The dihedral angle between the chromeno ring system (O1/C1-C9) and the isoxazole ring(N1/O2/C7/C8/C10) is 47.98 (8)°. The isoxazole ring (N1/O2/C7/C8/C10) also forms a dihedral angle of 75.10 (9)° with the the chlorobenzene ring (C11-C16).
In the chromeno ring system, the dihedral angle between the pyran ring (O1/C1/C6-C9) and the benzene ring(C1-C6) (N1/O2/C7/C8/C10). The chlorobenzene ring(C11-C16) forms an interplanar angle of 51.98 (8)° with the mean plane of the fused isoxazole-pyran ring system (N1/O1/O2/C1/C6-C10). Also, the dihedral angle between the chlorobenzene ring (C11-C16) and the chromeno ring system (O1/C1-C9) is 39.95 (7)°. The title compound exhibits structural similarities with other reported related structures (Gunasekaran et al., 2010) . There are no classic hydrogen bonds.
Experimental
A mixture of the compound (E)-2-((2-formylphenoxy) methyl)-3-(3-chlorophenyl) acrylonitrile (1.0 mmol) with N-methylhydroxylamine hydrochloride (1.1 mmol), pyridine (0.24 ml, 3 mmol) and ethanol (5 ml) were placed in a round bottom flask and refluxed for 6 h. After completion of the reaction as indicated by TLC, the reaction mixture was concentrated under reduced pressure. The crude product was diluted with water (10 ml) and dilute HCl (5 ml) and extracted with ethylacetate (20 ml). The organic layer was washed with brine solution (10 ml) and concentrated. The crude product was purified by column chromatography to provide the pure desired compound, as a colourless solid. supplementary materials sup-2 Refinement All hydrogen atoms were placed in calculated positions with C-H = 0.93-0.98Å and refined in riding model with fixed isotropic displacement parameters: U iso (H) = 1.5U eq (C) for methyl group and U iso (H) = 1.2U eq (C) for other groups. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 0.0402 (7) 0.0350 (7) 0.0406 (8) 0.0046 (6) 0.0055 (6) 0.0011 (6) C7 0.0346 (6) 0.0300 (7) 0.0355 (7) 0.0006 (5) −0.0015 (5) −0.0001 (5) C8 0.0353 (7) 0.0285 (6) 0.0369 (7) 0.0029 (5) 
